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Gene bank Gene Symbol Ratio The expression of COL12A1 mRNA The expression of FGF19 mRNA
NM_145235 FANK{(fibronectin type Ill and ankyrin repeat domains 1)  63.491898 ; » = oo ———  xoos
1 s
NM_020776 PCDH19(protocadherin 19) 54.824726 §M g”
NM_021809 TGIF2(TGFB-induced factor homeobox 2) 34.12235 gos §°6
£ £
NM_199168 CXCL12{chemokine (C-X-C motif) ligand 12 } 26.053122 ™ R
g 02 “o2
NM_032532 FNDC1(fibronectin type Il domain containing 1) 24.233826 N ol
an bs con
NM_016507 CRKRS(Cdc2-related kinase, arginine/serine-rich) 22.442991 = =
The expression of CRKRS mRNA The expression of Klotho mRNA
NM_004795 KL(klotho) 21.288427 12 * X<005 | 12 M + <005
NM_004969 IDE(insulin-degrading enzyme) 19.877449 3! g
NM_005226 EDG3(endothelial differentiation, sphingolipid G-protein- 19.150072 g’ £
coupled receptor, 3) o 3o
Eoa Eoa
NM_007199 IRAK3(interleukin-1 receptor-associated kinase 3) 17.992823 L § o
NM_173852 KRTCAP2-TRIMA46(keratinocyte associated protein 2) 17.928236 o - - o - s
NM_004052 BNIP3(BCL2/adenovirus E1B 19kDa intracting protein3) ~ 13.653895 The expression of FANKL mRNA
NM_152890 COL24A1(collagen, type XXIV, alpha 1) 13.42935 2 * BRI
| —— |
NM_005558 LAD1(ladinin 1) 13.19245 § '
§os
NM_014339 IL17R(interleukin 17 receptor A) 12.187029 gu,,
H
NM_033150 COL2A1(collagen, type Il, alpha 1) 11.571117 g o4
NM_005117 FGF19(fibroblast growth factor 19) 10.820207 o
°
NM_001033930  UBA52(ubiquitin A-52) 9.423913 o i
NM_005381 NCL(nucleolin) 9.409264 2 mRNA %}E
NM_080645 COL12A1(collagen, type XII, alpha 1) 8.6972885

1 @A F VALY A S N7z 8E+

The DNA methyl percentage of COL12A1 The DNA methyl percentage of FGF19
. * LGl * * * <0.05
7 40
R ®
§ § 30
4 3
N 3
£ £2
3 =
; °l . .
1
0 0+ T al
con s <on ws
The DNA methyl percentage of CRKRS The DNA methyl percentage of Klotho
s *<0.05 7 * e
8 6
7
%6 %5
i i
ze gz
23 =P
2
! N -
0 1 o
con (L con LPS
The DNA methyl percentage of FANK1
60 — % * <0.05
50
a; 40
30
§ 20
10 -
o J
con LPS

3 DNA A F Ll ~X)L (MSP)

BRFER | (TEZ SO THEIEE, A L)
- REILPS Rl s N7z b b sBUBHRAHE S NI 351) 2 DNA X F WAL ORERERIFENT, 55 55 [l
FIEERERR A XM R - &, WL, 2013



