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WEOEOIK T 25 &2 23 (Peterson et al, 2003)o X 512, FEIRHK - BB - g - FmeEhl
7% - BRI LZ e G 1B B R T (BREIEHR OFaEE. 2015) . PR 28 4F o g L5 L JERE
AT AIEHHAERE LD b $TRTOFEATHEHROAWRRSEML Tz, BLEX D, %z
FBiT56Z LIZIEFICEETD 5,

—h. FHOBNMREZE DA B OEEIH G35 2 EAVRKBREN TS (Xiao et al,
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ENZATIE, BERTXTOWBEARYT v FEE (Probing pocket depth : PPD). B#IKIT
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312 LEfSe O 2 mRd . BERETSE o b N WHIX Streptococcus sanguinis, Veillon-
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(Caufield et al, 2000), F 7. Mashima 52 & 5 &, Veillonella rogosaeto \& Streptococcus san-
guinis & ODMHEAERIZ XV Streptococcus sanguinis B E LB L T/NA F 7 4 VAR EDMET
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3 Linear discriminant analysis effect size ®##5#
s, species ; g, genus ; f, family ; o, order
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