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Figure 1. Comparison of relative expression rates of candidate miRNAs for aging biomarker
between young and old groups. We performed TagMan RT-qPCR to calculate the relative
expression rates of three candidate miRNAs between young and old groups. We used miR-4739 as
internal control miRNA. Circle plots represent relative expression rates of each sample. The
horizontal lines within each box represent the 25, 50 and 75th percentiles. The P value was
calculated by the Pair Wise Fixed Reallocation Randomisation Test using REST 2009 software. * P
value < 0.05. N : number of samples. Y : samples of young group. O : samples of old group.
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Figure 2. Receiver operating characteristic (ROC) curves

Sensitivity

for detection of old group in all participants (A,
participants with low salivary flow rate (B), and
participants with high probing pocket depth (C), The

circle plots represent the sensitivity and specificity with

0.0 0.2 0.4 06 08 1.0 optimal threshold value determined by the maximum

1-specificity Youden index (sensitivity + specificity — 1).

x £:

RKWFFEIC L - T, MEE.T 7 VY — A H microRNA TH 5 miR-24-3p 2%, i~ —H—& LT
FHTHDZEDPRBEEINT, 72, ROC Mi#k2> 5, miR-24-3p O FEkiHE 203 2 BT,
MR O WEM B XL OV PPD OFEVWERICBWTEWI b, oz, T4bb, [N
DIREEEZR T 5H 2 & TmiR-24-3p DEH T L2 EVHH A GONELEZONSL, —
REROL, MESICAE - THREIRBIEAL L, MR E IR T 26MICH 5. - T, FUSkE
FICBWTYH, MBORENKEZ WA, miR-24-3p DRBENKE L 25 2 LM SH
o L n, WEWR T 7 VY —Ad miR-24-3p &, MEEOREZMEMAN T L ICFHli 3 %31 %
X—A—LLTAEHTH S Z EIRBREI NI,

KFFRDORF L LT, WZLUEDSHRENTWAEZ EBEITONL 20, Fx xR ERB
X OERSIEIZ B VT miR-24-3p ODRHE AR L TN 2 ED, SHBETh D,

B RFER

Machida T, Tomofuji T, Ekuni D, Maruyama T, Yoneda T, Kawabata Y, Mizuno H, Miyai H,
Kunitomo M and Morita M. MicroRNAs in salivary exosome as potential biomarkers of aging.
Int J Mol Sci, 16 : 21294-21309, 2015.




R —%FK

MY ESR (%), KOHEFEHH, LEBOKE, AldEz, KREEE, JmsEd, KE#HC =IHAR
B AR Fe, AR [~ —A7—& L TOMEET 7 vV — A microRNA OfFENT |, 45 26 Bl
W Wl - URECOPER A SRR, I, 2015 4E 9 H 27 Ho

2
EHH Ay =4, [E< =% — & LCOMRET 7 ¥ ¥ — Ak microRNA OMET 1, 45 26 [l
i - i - R DRSS, 1T, 20154 9 A 27 B



